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Supplemental Figure 1. Relative expression of VMAT2, Insulin, and Beta-actin 
mRNA in pair matched islets and exocrine pancreas tissue and third party whole 
pancreas. A RT-PCR analysis with primers specific for (top row) VMAT2, (middle row) 
Insulin, and beta-actin (bottom row). From left to right , Lane 1 – purified cadaveric islets 
(donor 527), Lane 2- purified cadaveric islets (donor 602), Lane 3 – purified exocrine 
tissue (donor 527), Lane 4- purified exocrine tissue (donor 602), Lane 5 – commercial 
whole pancreas total RNA (clonetech) and Lane 6 – commercial whole pancreas total 
RNA (agilent). 

 

	  

	  


